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ENTERED 



5 <110> APPLICANT: Pinsky, David 
7 Stern, David 

9 Yan, Shi -Fang 

13 <120> TITLE OF INVENTION: Methods for Suppressing Early Growth Response-1 Protein 
(Egr-1) to 

14 Reduce Vascular Injury in a Subject 
18 <130> FILE REFERENCE: 0575/62683 

22 <140> CURRENT APPLICATION NUMBER: 09/648, 389A 
24 <141> CURRENT FILING DATE: 2000-08-25 
28 <160> NUMBER OF SEQ ID NOS : 6 
32 <170> SOFTWARE: Patentln version 3.1 
36 <210> SEQ ID NO: 1 
38 <211> LENGTH: 15 

40 <212> TYPE: DNA _ _ 

42 <213> ORGANISM: Homo sapiens RECEIVED 

46 <400> SEQUENCE: 1 

47 cttggccgct gccat r , T 0 c ?nn? 15 
50 <210> SEQ ID NO: 2 UU Z » ^ 
52 <211> LENGTH: 15 

54 <212> TYPE: DNA TFPH CENTER 1600(2900 

56 <213> ORGANISM: Homo sapiens ILvnvo." 

60 <400> SEQUENCE: 2 

61 taccgtcgcc gtgct 15 
65 <210> SEQ ID NO: 3 
67 <211> LENGTH: 543 
69 <212> TYPE: PRT 
71 <213> ORGANISM: Homo sapiens 
75 <400> SEQUENCE: 3 

77 Met Ala Ala Ala Lys Ala Glu Met Gin Leu Met Ser Pro Leu Gin He 

78 1 5 10 15 

81 Ser Asp Pro Phe Gly Ser Phe Pro His Ser Pro Thr Met Asp Asn Tyr 

82 20 25 30 

85 Pro Lys Leu Glu Glu Met Met Leu Leu Ser Asn Gly Ala Pro Gin Phe 

86 35 40 45 

89 Leu Gly Ala Ala Gly Ala Pro Glu Gly Ser Gly Ser Asn Ser Ser Ser 

90 50 55 60 

93 Ser Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Gly Ser Asn Ser Ser 

94 65 70 75 80 

97 Ser Ser Ser Ser Thr Phe Asn Pro Gin Ala Asp Thr Gly Glu Gin Pro 

98 85 90 95 

101 Tyr Glu His Leu Thr Ala Glu Ser Phe Pro Asp He Ser Leu Asn Asn 

102 100 105 110 

105 Glu Lys Val Leu Val Glu Thr Ser Tyr Pro Ser Gin Thr Thr Arg Leu 

106 115 120 125 
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109 Pro Pro lie Thr Tyr Thr Gly Arg Phe Ser Leu Glu Pro Ala Pro Asn 

110 130 135 140 

113 Ser Gly Asn Thr Leu Trp Pro Glu Pro Leu Phe Ser Leu Val Ser Gly 

114 145 150 155 160 

117 Leu Val Ser Met Thr Asn Pro Pro Ala Ser Ser Ser Ser Ala Pro Ser 

118 165 170 175 

121 Pro Ala Ala Ser Ser Ala Ser Ala Ser Gin Ser Pro Pro Leu Ser Cys 

122 180 185 190 

12 5 Ala Val Pro Ser Asn Asp Ser Ser Pro lie Tyr Ser Ala Ala Pro Thr 
126 195 200 205 

130 Phe Pro Thr Pro Asn Thr Asp lie Phe Pro Glu Pro Gin Ser Gin Ala 

131 210 215 220 

134 Phe Pro Gly Ser Ala Gly Thr Ala Leu Gin Tyr Pro Pro Pro Ala Tyr 

135 225 230 235 240 

138 Pro Ala Ala Lys Gly Gly Phe Gin Val Pro Met lie Pro Asp Tyr Leu 

139 245 250 255 

142 Phe Pro Gin Gin Gin Gly Asp Leu Gly Leu Gly Thr Pro Asp Gin Lys 

143 260 265 270 

14 6 Pro Phe Gin Gly Leu Glu Ser Arg Thr Gin Gin Pro Ser Leu Thr Pro 
147 275 280 285 

150 Leu Ser Thr lie Lys Ala Phe Ala Thr Gin Ser Gly Ser Gin Asp Leu 

151 290 295 300 

154 Lys Ala Leu Asn Thr Ser Tyr Gin Ser Gin Leu lie Lys Pro Ser Arg 

155 305 310 315 320 

158 Met Arg Lys Tyr Pro Asn Arg Pro Ser Lys Thr Pro Pro His Glu Arg 

159 325 330 335 

162 Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Arg Ser 

163 340 345 350 

166 Asp Glu Leu Thr Arg His lie Arg lie His Thr Gly Gin Lys Pro Phe 

167 355 360 365 

170 Gin Cys Arg lie Cys Met Arg Asn Phe Ser Arg Ser Asp His Leu Thr 

171 370 375 380 

174 Thr His lie Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp lie 

175 385 390 395 400 

178 Cys Gly Arg Lys Phe Ala Arg Ser Asp Glu Arg Lys Arg His Thr Lys 

179 405 410 415 

182 lie His Leu Arg Gin Lys Asp Lys Lys Ala Asp Lys Ser Val Val Ala 

183 420 425 430 

186 Ser Ser Ala Thr Ser Ser Leu Ser Ser Tyr Pro Ser Pro Val Ala Thr 

187 435 440 445 

190 Ser Tyr Pro Ser Pro Val Thr Thr Ser Tyr Pro Ser Pro Ala Thr Thr 

191 450 455 460 

195 Ser Tyr Pro Ser Pro Val Pro Thr Ser Phe Ser Ser Pro Gly Ser Ser 

196 465 470 475 480 

199 Thr Tyr Pro Ser Pro Val His Ser Gly Phe Pro Ser Pro Ser Val Ala 

200 485 490 495 

203 Thr Thr Tyr Ser Ser Val Pro Pro Ala Phe Pro Ala Gin Val Ser Ser 

204 500 505 510 

207 Phe Pro Ser Ser Ala Val Thr Asn Ser Phe Ser Ala Ser Thr Gly Leu 
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208 515 520 

211 Ser Asp Met Thr Ala Thr Phe Ser Pro Arg Thr 

212 530 535 
215 <210> SEQ ID NO: 4 

217 <211> LENGTH: 6590 

219 <212> TYPE: DNA 

221 <213> ORGANISM: Homo sapiens 

225 <400> SEQUENCE: 4 

226 gcgggctggg gctgtggctc acacctggaa tcccagcact 
228 aatcgcttga gctcaagagt tcaagaccag cctgggcaac 
230 gaaaatacaa aaaaaaaaaa aaaaaagtaa aagccaggcg 
2 32 ccaagctact cgagaggagg aggctggagg atcacttgag 
234 gtgagctcgc gccactgcac tccaacctgg gtgccagcgt 
236 ataaaaacat taaaaaaaaa atttggctaa ggtaccctac 
238 attcagacac aaggccatct gcgctgcaac agcctggcct 
240 tcctctgaga ggcgcatcac tcctgcccca atggacaact 
242 ccccccacct ccccagcgga cttgagacgg caggctccga 
244 ttaagttggt ttttataaaa aaacatgttt ggagggggga 
246 ccaagaaagt taccccctcc cccacctaat ccccctgacc 
248 gggtttacag aggccctcac ctcctccctt ccctctcggt 
250 tccacatttc tctttctgct ttctttttaa atccagaaaa 
252 cagagctaga gcaggaggag ccttccttcc cggaatccct 
2 54 tgacggttcg tgggggcggg gagggttccc ctttttgttt 
256 atattttcct tagacaccac ccaccccttt ttctttttcc 
2 60 ggttgaggat tgttatcccg gagtttgggc gcttcggaag 
262 aaggggagcc cgggttaagc gcctgttcag ttcgtgctca 
2 64 ccttgctccg cgcccagcgc cgcatccggg aggaggagcg 
2 66 gcgcggccgg agtccggggc tgggagtgga gagggaacct 
269 gcaaagccgg tcctctcttc gcgcccagcc cggggtcccc 
271 cctctttcgg attcccgcag tgtgggccgg ccctccacct 
273 agtgacccct caccacaagg accattatct cctggtgaga 
275 ggggcaatca gcttccccac ttcggtcccc caaaggtggg 
277 gggaacagcc tttcggttcc gggggagcac aggggacccc 
279 caccgacagg tggcagaggc aaggcagctc actgctatac 
281 gccgtgactt cctatcctca atttcccagc gacacccgga 
283 gaggcccggg gtcaaggccc cgcctctcct gggcggcccc 
285 ctcctccccc gcactcccgg ttcgctctca cggtccctga 
287 tgacagcgat agaaccccgg cccgactcgc cctcgccccc 
289 cagcctagtt cacgcctagg agccgcctga gcagccgcgc 
291 ccctccccgc ctgggcgtcc ccggatcccg cgagcgctcg 
293 ggaggaggga gggagcgagg gagcaaccag ctcggaccgg 
295 gatcccccgc cggaacaacc cttatttggg cagcacctta 
2 97 cccggcgctt ccggctctgg gaggagggaa gaaggcggag 
299 ccggagctgc cggtcccgga ggccccggcg gcggctagag 
301 gggcgcctgg gatgcgggcc gggccgggcc ctagggtgca 
303 gtcggatggg gggcttcacg tcactccggg tcctcccccg 
305 ctgcttccca tatatgccat gtacgtcacg acggaggcgg 
307 ttcaaataga ggcggatccg gggagtcgcg agagatccag 
309 ccgccgccat ccgccgccgc agccagcttc cgccgccgca 



525 

lie Glu lie Cys 
540 



ttgggaggcc 
acagcgaaac 
tggtggcagg 
cctgggaggc 
gagaccccgt 
cagggagtgg 
tcctgccctt 
ccgtagacag 
gacgagggag 
cagccacaaa 
ccgacctcca 
gtcgtcaaac 
aacagtacct 
gttccctttg 
gacccaagga 
ccttcacttt 
tgacggttcc 
tgcgtcgaag 
aggaggcggc 
ccagggggca 
agatagccca 
ggactggata 
acaagaatca 
ctctttgccg 
aggcaccagc 
agtgtcccaa 
aagacaccgt 
tgcccaggcg 
ggtgggcggg 
gctctgggtc 
ccagcgccac 
ggctcccggc 
aatgcatata 
tttggagtgg 
ggaggggcaa 
ctctaggctt 
ggatggaggt 
gtcctgccat 
acccgtgccg 
ccgcagaact 
ggaccggccc 



gaagtgggtg 
ccctctctac 
cacctgtagt 
ggaggttgca 
ctcagaaaga 
caaaatggac 
gcggcaggag 
tgggagtgag 
tcctggttca 
gggattaagt 
gaggctgttg 
accctccttc 
cctctggatt 
ggggagcaac 
agactgggga 
gccaggctgg 
ccggggtttg 
gctcccccgg 
ggaagagccc 
gcaccgagcc 
tagggaagcc 
aaggggggaa 
ggcctctctt 
gcggggacta 
agccccatcc 
gaaccaagtg 
gccatagatc 
ggcccagccg 
cgggcctgga 
tgggcttccc 
acgccacgag 
ttggaaccag 
gagcaggaag 
cccgatatgg 
cgcgggaact 
ccccgaagct 
gccgggcgct 
attagggctt 
ttccagaccc 
tggggagccg 
ctgccccagc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
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311 ctccgcagcc gcggcgcgtc cacgcccgcc 
313 gcacgcttct cagtgttccc cgcgccccgc 
315 tcccctgcag ctccagcccc gggctgcacc 
317 ctcgtccagg atggccgcgg ccaaggccga 
319 tgacccgttc ggatcctttc ctcactcgcc 
321 gatgatgctg ctgagcaacg gggctcccca 
323 cagcggcagc aacagcagca gcagcagcag 
325 caacagcagc agcagcagca gcaccttcaa 
327 cgagcacctg accgcaggta agcagtggcc 
329 cctggcgtcc tgtccttcac cgcaggagtg 
331 ccctttcatt cctcgcatcc ccagagtcat 
333 agcccacccc ctgccctcat ccctagcgga 
336 gagagctctg gagctgcgtg ggtgggtgga 
338 gcgcccccac ctccagtaag acttgccttg 
340 ccgtgatcct tggccgtgga tgtcccggca 
342 gccatggggg tgctggcggg aatccctcgc 
344 gctgcagtgg agggggattc tccgtatttg 
34 6 tggtgcgggt ccaggaacat tgcaatgtgc 
34 8 aatggtagcc ggcccggtct cttgcctggc 
3 50 gttttccagt aaccaggcct cccgcttctc 
3 52 tctctgaaca acgagaaggt gctggtggag 
354 ccccccatca cctatactgg ccgcttttcc 
356 ttgtggcccg agcccctctt cagcttggtc 
358 gcctcctcgt cctcagcacc atctccagcg 
360 cccctgagct gcgcagtgcc atccaacgac 
3 62 ttccccacgc cgaacactga cattttccct 
364 gcagggacag cgctccagta cccgcctcct 
366 gttcccatga tccccgacta cctgtttcca 
368 ccagaccaga agcccttcca gggcctggag 
370 ctgtctacta ttaaggcctt tgccactcag 
372 accagctacc agtcccagct catcaaaccc 
374 agcaagacgc ccccccacga acgcccttac 
376 ttctcccgct ccgacgagct cacccgccac 
378 cagtgccgca tctgcatgcg caacttcagc 
380 acccacacag gcgaaaagcc cttcgcctgc 
382 gatgaacgca agaggcatac caagatccac 
3 84 agtgttgtgg cctcttcggc cacctcctct 
386 tcttacccgt ccccggttac tacctcttat 
388 cctgtgccca cctccttctc ctctcccggc 
390 ggcttcccct ccccgtcggt ggccaccacg 
392 caggtcagca gcttcccttc ctcagctgtc 
394 tcggacatga cagcaacctt ttctcccagg 
396 aagaaaggga aaagggagaa aaagaaacac 
398 gccataggag aggagggttc ctcttaggtc 
400 tctctactgg agtggaaggt ctattggcca 
403 aattactatt ccctttgact tcagctgcct 
405 atccaaagaa cttgatttgc atggattttg 
407 atgcctgacc ccttgctccc ttcaatgcta 
409 cccctcagag ccctgccctg cacccttgta 



cgcgcccagg gcgagtcggg gtcgccgcct 2520 

atgtaacccg gccaggcccc cgcaacggtg 2580 

cccccgcccc gacaccagct ctccagcctg 2640 

gatgcagctg atgtccccgc tgcagatctc 2700 

caccatggac aactacccta agctggagga 2760 

gttcctcggc gccgccgggg ccccagaggg 2820 

cgggggcggt ggaggcggcg ggggcggcag 2880 

ccctcaggcg gacacgggcg agcagcccta 2940 

tacgccgagg gggaaccctt tcgccaccat 3000 

ctcctggatc ttagaatgag agccgggttt 3060 

gtgttagagg gatgccaagg aaccccacac 3120 

gcgcagagga ccgagctttt gttttggatg 3180 

gggggagggc ttgttttgat gagcggggct 3240 

ccttgcttgc cgcctgtccc caaggaagga 3300 

gcccgggttt gggggcgcgc actagccgcg 3360 

ccgcacagcc gccgctgcgg agcgctgcga 3420 

cgtcactgtt gttgaaatgg gctctgccac 3480 

tgctatcaat tattaactac ctcgggagtc 3540 

agctcgggtc gtcctcgtcc tccagtgatt 3600 

tctctcctgc cagagtcttt tcctgacatc 3660 

accagttacc ccagccaaac cactcgactg 3720 

ctggagcctg cacccaacag tggcaacacc 3780 

agtggcctag tgagcatgac caacccaccg 3840 

gcctcctccg cctccgcctc ccagagccca 3900 

agcagtccca tttactcagc ggcacccacc 3960 

gagccacaaa gccaggcctt cccgggctcg 4020 

gcctaccctg ccgccaaggg tggcttccag 4 080 

cagcagcagg gggatctggg cctgggcacc 4140 

agccgcaccc agcagccttc gctaacccct 4200 

tcgggctccc aggacctgaa ggccctcaat 4260 

agccgcatgc gcaagtatcc caaccggccc 4320 

gcttgcccag tggagtcctg tgatcgccgc 4380 

atccgcatcc acacaggcca gaagcccttc 4440 

cgcagcgacc acctcaccac ccacatccgc 4500 

gacatctgtg gaagaaagtt tgccaggagc 4 560 

ttgcggcaga aggacaagaa agcagacaaa 4620 

ctctcttcct acccgtcccc ggttgctacc 4680 

ccatccccgg ccaccacctc atacccatcc 4740 

tcctcgacct acccatcccc tgtgcacagt 4800 

tactcctctg ttccccctgc tttcccggcc 4860 

accaactcct tcagcgcctc cacagggctt 4920 

acaattgaaa tttgctaaag ggaaagggga 4980 

aagagactta aaggacagga ggaggagatg 5040 

agatggaggt tctcagagcc aagtcctccc 5100 

acaatccttt ctgcccactt ccccttcccc 5160 

gaaacagcca tgtccaagtt cttcacctct 5220 

gataaatcat ttcagtatca tctccatcat 5280 

gaaaatcgag ttggcaaaat ggggtttggg 5340 

cagtgtctgt gccatggatt tcgtttttct 5400 
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411 tggggtactc ttgatgtgaa gataatttgc atattctatt 
413 ctcacttggg ggaaaaaaaa aaaaaaaagc caagcaaacc 
415 tgatgatgct gtgacaataa gtttgaacct ttttttttga 
417 cagagcatgt gtcagagtgt tgttccgtta acctttttgt 
419 ctcacatgtg gcaaaatatg gtttggtttt tctttttttt 
421 cgtccttttg gtttaaaaag tttcacgtct tggtgccttt 
42 3 tggcttgaca tgtgcaattg tgagggacat gctcacctct 

42 5 gtgatgattt gggggaggct ttgggagcaa aataaggaag 
ttctccagaa tgtaagaaaa caaaatctaa aacaaaatct 
ttttaactga aaatgtaaat ttataaatat attcaggagt 

431 ctgagtaggc ggcgattttt gtatgttatg aacatgcagt 

43 3 tttactttgt acttgtgttt gcttaaacaa agtgactgtt 
435 tgcgctttat tgcccatggg atatgtggtg tatatccttc 

aaagtagctg cgattgggta tgtgtttcct gggttagggg 
ggctgtgagg ttttctgaag acttggcctt tagagataca 
441 aggcccactg tgtgaaactg gagttcgtta tttatgagga 

44 3 agggtctcgg tctatccacc caggctggag tgcagtagtg 
tttggtgtct caggctcaag tgatcctccc acctcagcct 
ggcacgtgcc accacactcg gttaatgttt atagagacag 

449 gctggagttc ttcttgataa tgggcctgtt cctcttcagt 
452 <210> SEQ ID NO : 5 
454 <211> LENGTH: 543 
<212> TYPE: PRT 

Homo sapiens 
5 



427 
429 



437 
439 



445 
447 



456 
458 



gtattatttg 
aatggtgatc 
aacagcagtc 
aaatactgct 
ttttgaaagt 
tgtgtgatgc 
agccttaagg 
agggctgagc 
gaactctcaa 
tggaatgttg 
tcattatttt 
tggcttataa 
caaaaaatta 
aaggactctg 
aggatcctcc 
ctgagtatgg 
taatcacagt 
cctgagtagc 
ggttttgcca 
ctgttgggtg 



gagttaggtc 
ctctattttg 
ccagtattct 
tgaccgtact 
gttttttctt 
cccttgctga 
ggggcaggga 
tgagcttcgg 
aagtctattt 
tagttaccta 
gtggttctat 
acacattgaa 
aaacgaaaat 
ccctattgag 
agccagagtc 
gtcttcaaat 
tcactgcagc 
tgggactata 
tgttgcccag 



<213> ORGANISM: 



462 <400> SEQUENCE: 



464 


Met 


Ala 


Ala 


Ala 


Lys 


Ala 


Glu 


Met 


Gin 


Leu 


Met 


Ser 


Pro 


Leu 


Gin 


He 


465 


1 








5 










10 










15 




470 


Ser 


Asp 


Pro 


Phe 


Gly 


Ser 


Phe 


Pro 


His 


Ser 


Pro 


Thr 


Met 


Asp 


Asn 


Tyr 


471 








20 










25 










30 






474 


Pro 


Lys 


Leu 


Glu 


Glu 


Met 


Met 


Leu 


Leu 


Ser 


Asn 


Gly 


Ala 


Pro 


Gin 


Phe 


475 






35 










40 










45 








478 


Leu 


Gly 


Ala 


Ala 


Gly 


Ala 


Pro 


Glu 


Gly 


Ser 


Gly 


Ser 


Asn 


Ser 


Ser 


Ser 


479 




50 










55 










60 










482 


Ser 


Ser 


Ser 


Gly 


Gly 


Gly 


Gly Gly 


Gly 


Gly 


Gly 


Gly 


Ser 


Asn 


Ser 


Ser 


483 


65 










70 










75 










80 


486 


Ser 


Ser 


Ser 


Ser 


Thr 


Phe 


Asn 


Pro 


Gin 


Ala 


Asp 


Thr 


Gly 


Glu 


Gin 


Pro 


487 










85 










90 










95 




490 


Tyr 


Glu 


His 


Leu 


Thr 


Ala 


Glu 


Ser 


Phe 


Pro 


Asp 


He 


Ser 


Leu 


Asn 


Asn 


491 








100 










105 










110 






494 


Glu 


Lys 


Val 


Leu 


Val 


Glu 


Thr 


Ser 


Tyr 


Pro 


Ser 


Gin 


Thr 


Thr 


Arg 


Leu 


495 






115 










120 










125 








498 


Pro 


Pro 


He 


Thr 


Tyr 


Thr 


Gly 


Arg 


Phe 


Ser 


Leu 


Glu 


Pro 


Ala 


Pro 


Asn 


499 




130 










135 










140 










502 


Ser 


Gly 


Asn 


Thr 


Leu 


Trp 


Pro 


Glu 


Pro 


Leu 


Phe 


Ser 


Leu 


Val 


Ser 


Gly 


503 


145 










150 










155 










160 


506 


Leu 


Val 


Ser 


Met 


Thr 


Asn 


Pro 


Pro 


Ala 


Ser 


Ser 


Ser 


Ser 


Ala 


Pro 


Ser 


507 










165 










170 










175 




510 


Pro 


Ala 


Ala 


Ser 


Ser 


Ala 


Ser 


Ala 


Ser 


Gin 


Ser 


Pro 


Pro 


Leu 


Ser 


Cys 



5460 
5520 
5580 
5640 
5700 
5760 
5820 
5880 
5940 
6000 
6060 
6120 
6180 
6240 
6300 
6360 
6420 
6480 
6540 
6590 



511 



180 



185 



190 
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